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INTRODUCTION

GEMMA project (Genome, Environment, Microbiome and Metabolome 1n Autism), 1s a prospective study aiming to identify potential
biomarkers for early diagnosis and personalized treatments of autism, followed by validation on large multi-omics datasets. The project
1s focused on gut microorganisms causing epigenetic modifications controlling gut barrier and immune functions. GEMMA will 1n-
depth evaluate 600 newborns who have a family history of autism (1.e. siblings of children with an autism spectrum condition)
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